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SEQUENCE LISTING 



-CL20> Antibodies That Bind Neuron Restrictive Silencer Factor 
Proteins 

<130> 17810-502 CIPCON 

<140> 09/873,155 
<141> 2000-06-01 

<150> 08/894, 997 
<151> 1998-01-16 

<150> PCT/US96/02817 
<151> 1996-03-01 

<150> 08/398,590 
<151> 1995-03-03 

<160> 55 

<170> Patentln Ver . 2.1 

<210> 1 
<211> 31 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 
<222> (1) . . (31) 
<223> Rat SCG10 

<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 1 

gecatttcag caccncggag agngectctg c 



1 



<210> 2 
<211> 31 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Rat type II sodium channel 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 2 

tgggtttcag aaccncggac agnaccagag t 

<210> 3 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_structure 

<222> (1) . . (31) 

<223> Human synapsin I 

<220> 

<221> variation 

<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 

<222> (23) 

<223> n = a or g or t/u or c 

<400> 3 

ccagcttcag caccncggag agngccttcg c 



<210> 4 
<211> 31 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Rat brain-derived neurotrophic factor (BDNF) 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 4 

gtccattcag caccntggag agngccagcg g 31 



<210> 5 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_structure 
<222> (1) . . (30) 

<223> Human glycine receptor subnunit 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 5 

ggcgtttcag caccncggag agngtccaga 30 



3 



<210> 6 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Human NMDA receptor subunit (NR1-1) 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 6 

cccgcttcag caccncggag agngccggcc g 



<210> 7 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Human acetylcholine (ACh) receptor B2 subunit 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 7 

gcggcttcag caccncggag agngccccac c 31 



4 



<210> 8 
<211> 31 
<212> DNA 

<213> Gallus gallus 
<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Chicken middle molecular weight neurofilament 
(neurofilament M) 

<220> 

<221> variation 
<222> (15) 

<223> n - a or g or t/u/ or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 8 

ggggtttcag caccncggag agntcccgcg g 



<210> 9 
<211> 31 
<212> DNA 

<213> Gallus gallus 
<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Chicken neuron-specific B4 tubulin 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 9 



5 



cgccgttcag caccncggag agngccgcct g 



31 



<210> 10 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Human cortitrpin releasing factor (CRF) 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 10 

ggcgcttcag caccncggag agngcccatc c 31 



<210> 11 
<211> 31 
<212> DNA 

<213> Gallus gallus 
<220> 

<221> misc_structure 

<222> (1) . . (31) 

<223> Chicken calbindin 

<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 11 



6 



gcacagtcag caccncggag agngcccccg c 



31 



<210> 12 

<211> 31 

<212> DNA 

<213> Mus musculus 

<220> 

<221> misc_structure 

<222> (1) . . (31) 

<223> Mouse synaptotagmin-4 

<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 12 

gttctttcag caccncggag agngcacgca g 

<210> 13 
<211> 31 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_feature 
<222> (1) . . (31) 

<223> Rat transcription factor HES-3 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 13 



7 



gggcaggcag caccncggag agngccaacc c 



<210> 14 
<211> 31 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 

<222> (1) . . (31) 

<223> Rat synaptophysin 

<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 14 

cgcgctccag caccntggag agngcccggc g 

<210> 15 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_structure 

<222> (1) . . (21) 

<223> Human calbindin 

<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or c 
<400> 15 



8 



agcagcaccn aggagagngc c 



21 



<210> 16 
<211> 21 
<212> DNA 

<213> Gallus gallus 
<220> 

<221> misc_structure 

<222> (1) . . (21) 

<223> Chicken calbindin 

<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or c 
<400> 16 

gtcagcaccn cggagagngc c 



<210> 17 
<211> 21 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 
<222> (1) . . (21) 
<223> Rat calbindin 

<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or c 
<400> 17 



9 



agcagcaccn cggagagngc c 



<210> 18 

<211> 21 

<212> DNA 

<213> Mus musculus 

<220> 

<221> misc_structure 

<222> (1) . . (21) 

<223> Mouse calbindin 

<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or 
<400> 18 

agcagcaccn cggagagngc c 

<210> 19 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_structure 
<222> (1) . . (21) 
<223> Human CRF 

<220> 

<221> variation 

<222> (10) 

<223> n = a or g or t/u or 
<220> 

<221> variation 

<222> (18) 

<223> n = a or g or t/u or 

<400> 19 



ttcagcaccn cggagagngc c 



<210> 20 
<211> 21 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 
<222> (1) . . (21) 
<223> Rat CRF 

<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or 
<400> 20 

ttcagcaccn cggagagngt c 

<210> 21 

<211> 21 

<212> DNA 

<213> Ovis aries 

<220> 

<221> misc_structure 
<222> (1) . . (21) 
<223> Sheep CRF 

<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or 
<400> 21 



ttcagcactn cggagagngc c 



21 



<210> 22 
<211> 21 
<212> DNA 

<213> Xenopus laevis 
<220> 

<221> misc_structure 
<222> (1) . . (21) 
<223> Xenopus CRF 

<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or c 
<400> 22 

ttcagcaccn cggagagnga a 21 



<210> 23 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^structure 
<222> (1) . . (21) 

<223> Human neuronal nicotinic acetylcholine receptor B2 
<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or c 
<400> 23 



12 



ttcagcaccn cggagagngc c 



21 



<210> 24 
<211> 21 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 
<222> (1) . . (21) 

<223> Rat neuronal nicotinic acetylcholine receptor B2 
<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or c 
<400> 24 

ttcagcaccn cggagagngt c 21 



<210> 25 
<211> 21 
<212> DNA 

<2 13> Homo sapiens 
<220> 

<221> misc_structure 
<222> (1) . . (21) 

<223> Human NMDA receptor (NR1-1) 
<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or c 
<400> 25 



13 



ttcagcaccn cggagagngc c 



<210> 26 
<211> 21 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 

<222> (1) . . (21) 

<223> Rat NMDA receptor (NR1- 

<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (18) 

<223> n - a or g or t/u or c 
<400> 26 

ttcagcaccn cggagagnat c 

<210> 27 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_structure 

<222> (1) . . (21) 

<223> Human synapsin I 

<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or c 
<400> 27 



ttcagcaccn cggagagngc c 



<210> 28 
<211> 21 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 
<222> (1) . . (21) 
<223> Rat synapsin I 

<220> 

<221> variation 
<222> (10) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (18) 

<223> n = a or g or t/u or c 
<400> 28 

tttagtaccn cggagagngc c 

<210> 29 
<211> 31 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 
<222> (1) . . (21) 

<223> Rat somatstatin activating factor 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 29 



15 



gttctttcag caccncggag agngcacgca g 



31 



<210> 30 
<211> 31 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Human neural cell adhesion molecule (NCAM) 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 30 

gcgatttcag caccngggag agngaacctg g 



<210> 31 
<211> 31 
<212> DNA 

<213> Mus musculus 
<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Mouse natiuretic peptide 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 31 



16 



taaacttcag caccnaggag agncgccgag g 



31 



<210> 32 
<211> 31 
<212> DNA 

<213> Rattus rattus 
<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Rat adenine phosphoribosyltransf erase 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 32 

gctgagtcag gaccntggag agngcctgac c 31 



<210> 33 

<211> 31 

<212> DNA 

<213> Bos taurus 

<220> 

<221> misc^structure 
<222> (1) . . (31) 
<223> Bovine P-450 

<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 33 



17 



agttcttcag gaccntggag agnggcaggg t 



<210> 34 
<211> 31 
<212> DNA 

<213> canine distemper virus 
<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Canine distemper virus L gene 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 34 

tgtctttccg taccncggag agngccagag t 



<210> 35 

<211> 31 

<212> DNA 

<213> Ovis aries 

<220> 

<221> misc_structure 

<222> (1) . . (31) 

<223> Sheep keratin type II 

<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 35 



18 



atgtgatcag caccncggag agnggcatga g 



31 



<210> 36 
<211> 31 
<212> DNA 

<213> Mus musculus 
<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Mouse alpha skeletal actin 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 36 

gcttcggcag caccncggcg agngccgcca g 31 



<210> 37 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_structure 
<222> (1) . . (31) 

<223> Human T-cell receptor beta subunit 
<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 37 



19 



gtaccgtcag caacntggag agngcctgac 



<210> 38 

<211> 31 

<212> DNA 

<213> Sus scrofa 

<220> 

<221> misc_structure 

<222> (1) . . (31) 

<223> Pig alpha lactalbumin 

<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 38 

tgtctttcag caccngggag agntcacatt 

<210> 39 

<211> 2042 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> gene 

<222> (1) . . (2042) 

<223> Human NSRF (partial) 

<220> 

<221> variation 
<222> (15) 

<223> n = a or g or t/u or c 
<220> 

<221> variation 
<222> (23) 

<223> n = a or g or t/u or c 
<400> 39 



20 



gaattccggg gccccagacc ctggcggcgg 
cggaggcctg agcaccctct gcagccccac 
agcacccaac tttaccaccc tcccccacct 
tagtcggaga aggagcggcg actcagggtc 
tacagttatg gccacccagg taatggggca 
cagtggcaac attggaatgg ccctgcctaa 
agctgaactg gccgcacctc agcttattat 
aaatggcagc tgctgtgatt acctggtcgg 
gttggggata acaacttttc agatagtgaa 
ataaaaggtg aacctcatgg actggaaaac 
gtagaacctc agcctgtatt tgaggcatca 
gatcttcccc ctgaaacacc tggagcggag 
tttcgctgta agccatgcca atatgaagca 
agagttcaca gtgctaagaa attttttgtg 
agggaatctg gctcttccac tgcagaagag 
gaccgctgcg gctacaatac taatcgatat 
accagagctg gggataatga gcgagtctac 
agcgagtatc actggaggaa acatttaaga 
ggaaaatgca actatttttc agacagaaaa 
acaggagaac gcccatataa atgtgaactt 
ctaactagac atatgcgtac tcattcaggt 
tatgtggcct ctaatcaaca tgaagtaacc 
aaacctctta attgcccaca ctgtgattac 
catgtagagc tacatgtgaa cccacggcag 
tccaagaagt gtaatctaca gtatcacttc 
acaatggatg tctcaaaagt gaaactaaag 
gataatatta ccaatgaaaa aacagaaata 
ggaaagaaaa atgaaaagtc cgtcaaagca 
ccttctaata atgtgtcagt gatccaggtg 
gtgaaagaga tggatgtgca tacaggaagc 
agcaaaagga agctggaagt tgacagccat 
tcttcaacaa aaaagaaaaa gaaggtagaa 
ccaaagggtg acagcaaagt ggaggagaat 
acaaagaaga aaactctgaa aaataaatca 
tc 



ctgcggcagc cgagacggca gggcgaggcc 60 
tcctgggcct tcttggtcca cgacggcccc 120 
ctcccccgaa actccagcaa caaagaaaag 180 
gcccgcccct cctcaccgag gaaggccgaa 240 
gtcttctgga ggaggagggc tgtttaccag 300 
cgacatgtat gacttgcatg acctttccaa 360 
gctggcaaat gtggccttaa ctggggaagt 420 
tgaagaaaga cagatggcag aactgatgcc 480 
gaaggagaag gacttgaaga gtctgctgat 540 
atggaactga gaagtttgga actcagcgtc 600 
ggtgctccag atatttacag ttcaaataaa 660 
gacaaaggca agagctcgaa gaccaaaccc 720 
gaatctgaag aacagtttgt gcatcacatc 780 
gaagagagtg cagagaagca ggcaaaagcc 840 
ggagatttct ccaagggccc cattcgctgt 900 
gatcactata cagcacacct gaaacaccac 960 
aagtgtatca tttgcacata cacaacagtg 1020 
aaccattttc caaggaaagt atacacatgt 1080 
aacaattatg ttcagcatgt tagaactcat 1140 
tgtccttact caagttctca gaagactcat 1200 
gagaagccat ttaaatgtga tcagtgcagt 1260 
cgccatgcaa gacaggttca caatgggcct 1320 
aaaacagcag atagaagcaa cttcaaaaaa 1380 
ttcaattgcc ctgtatgtga ctatgcagct 1440 
aaatctaagc atcctacttg tcctaataaa 1500 
aaaaccaaaa aacgagaggc tgacttgcct 1560 
gaacaaacaa aaataaaagg ggatgtggct 1620 
gagaaaagag atgtctcaaa agagaaaaag 1680 
actaccagaa ctcgaaaatc agtaacagag 1740 
aattcagaaa aattcagtaa aactaagaaa 1800 
tctttacatg gtcctgtgaa tgatgaggaa 1860 
agcaaatcca aaaataatag tcaggaagtg 1920 
aaaaagcaaa atacttgcat gaaaaaaagt 1980 
agtaagaaaa gcagtaagcc ttctcggaat 2040 

2042 



<210> 40 
<211> 676 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> CHAIN 

<222> (1) . . (676) 

<223> Human NSRF (partial) 

<400> 40 



21 



Gly Ala Pro Asp Pro Gly Gly Gly Cys Gly Ser Arg Asp Gly Arg Ala 
15 10 15 



Arg Pro Gly Gly Leu Ser Thr Leu Cys Ser Pro Thr Pro Gly Pro Ser 
20 25 30 

Trp Ser Thr Thr Ala Pro Ala Pro Asn Phe Thr Thr Leu Pro His Leu 
35 40 45 

Ser Pro Glu Thr Pro Ala Thr Lys Lys Ser Ser Arg Arg Arg Ser Gly 
50 55 60 

Asp Ser Gly Ser Pro Ala Pro Pro His Arg Gly Arg Pro Asn Thr Val 
65 70 75 80 

Met Ala Thr Gin Val Met Gly Gin Ser Ser Gly Gly Gly Gly Leu Phe 
85 90 95 

Thr Ser Ser Gly Asn lie Gly Met Ala Leu Pro Asn Asp Met Tyr Asp 
100 105 110 

Leu His Asp Leu Ser Lys Ala Glu Leu Ala Ala Pro Gin Leu He Met 
115 120 125 

Leu Ala Asn Val Ala Leu Thr Gly Glu Val Asn Gly Ser Cys Cys Asp 
130 135 140 

Tyr Leu Val Gly Glu Glu Arg Gin Met Ala Glu Leu Met Pro Val Gly 
145 150 155 160 

Asp Asn Asn Phe Ser Asp Ser Glu Glu Gly Glu Gly Leu Glu Glu Ser 
165 170 175 

Ala Asp He Lys Gly Glu Pro His Gly Leu Glu Asn Met Glu Leu Arg 
180 185 190 

Ser Leu Glu Leu Ser Val Val Glu Pro Gin Pro Val Phe Glu Ala Ser 
195 200 205 

Gly Ala Pro Asp He Tyr Ser Ser Asn Lys Asp Leu Pro Pro Glu Thr 
210 215 220 

Pro Gly Ala Glu Asp Lys Gly Lys Ser Ser Lys Thr Lys Pro Phe Arg 
225 230 235 240 



Cys Lys Pro Cys Gin Tyr Glu Ala Glu Ser Glu Glu Gin Phe Val His 
245 250 255 



22 



His He Arg Val His Ser Ala Lys Lys Phe Phe Val Glu Glu Ser Ala 
260 265 270 



Glu Lys Gin Ala Lys Ala Arg Glu Ser Gly Ser Ser Thr Ala Glu Glu 
275 280 285 

Gly Asp Phe Ser Lys Gly Pro He Arg Cys Asp Arg Cys Gly Tyr Asn 
290 295 300 

Thr Asn Arg Tyr Asp His Tyr Thr Ala His Leu Lys His His Thr Arg 
305 310 315 320 

Ala Gly Asp Asn Glu Arg Val Tyr Lys Cys He He Cys Thr Tyr Thr 
325 330 335 

Thr Val Ser Glu Tyr His Trp Arg Lys His Leu Arg Asn His Phe Pro 
340 345 350 

Arg Lys Val Tyr Thr Cys Gly Lys Cys Asn Tyr Phe Ser Asp Arg Lys 
355 360 365 

Asn Asn Tyr Val Gin His Val Arg Thr His Thr Gly Glu Arg Pro Tyr 
370 375 380 

Lys Cys Glu Leu Cys Pro Tyr Ser Ser Ser Gin Lys Thr His Leu Thr 
385 390 395 400 

Arg His Met Arg Thr His Ser Gly Glu Lys Pro Phe Lys Cys Asp Gin 
405 410 415 

Cys Ser Tyr Val Ala Ser Asn Gin His Glu Val Thr Arg His Ala Arg 
420 425 430 

Gin Val His Asn Gly Pro Lys Pro Leu Asn Cys Pro His Cys Asp Tyr 
435 440 445 

Lys Thr Ala Asp Arg Ser Asn Phe Lys Lys His Val Glu Leu His Val 
450 455 460 

Asn Pro Arg Gin Phe Asn Cys Pro Val Cys Asp Tyr Ala Ala Ser Lys 
465 470 475 480 

Lys Cys Asn Leu Gin Tyr His Phe Lys Ser Lys His Pro Thr Cys Pro 
485 490 495 



Asn Lys Thr Met Asp Val Ser Lys Val Lys Leu Lys Lys Thr Lys Lys 
500 505 510 
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Arg Glu Ala Asp Leu Pro Asp Asn lie Thr Asn Glu Lys Thr Glu lie 
515 520 525 



Glu Gin Thr Lys lie Lys Gly Asp Val Ala Gly Lys Lys Asn Glu Lys 
530 535 540 

Ser Val Lys Ala Glu Lys Arg Asp Val Ser Lys Glu Lys Lys Pro Ser 
545 550 555 560 

Asn Asn Val Ser Val lie Gin Val Thr Thr Arg Thr Arg Lys Ser Val 
565 570 575 

Thr Glu Val Lys Glu Met Asp Val His Thr Gly Ser Asn Ser Glu Lys 
580 585 590 

Phe Ser Lys Thr Lys Lys Ser Lys Arg Lys Leu Glu Val Asp Ser His 
595 600 605 

Ser Leu His Gly Pro Val Asn Asp Glu Glu Ser Ser Thr Lys Lys Lys 
610 615 620 

Lys Lys Val Glu Ser Lys Ser Lys Asn Asn Ser Gin Glu Val Pro Lys 
625 630 635 640 

Gly Asp Ser Lys Val Glu Glu Asn Lys Lys Gin Asn Thr Cys Met Lys 
645 650 655 



Lys Ser Thr Lys Lys Lys Thr Leu Lys Asn Lys Ser Ser Lys Lys Ser 
660 665 670 



Ser Lys Pro Ser 
675 



<210> 41 
<211> 23 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> DOMAIN 

<222> (1) . . (23) 

<223> Zinc finger region Zl 

<400> 41 

Phe Arg Cys Lys Pro Cys Gin Tyr Glu Ala Glu Ser Glu Glu Gin Phe 
1 5 10 15 
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Val His His He Arg Val His 
20 



<210> 42 
<211> 32 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> DOMAIN 

<222> (1) . . (32) 

<223> Zinc finger region Z2 

<400> 42 

He Arg Cys Asp Arg Cys Gly Tyr Asn Thr Asn Arg Tyr Asp His Tyr 
15 10 15 

Thr Ala His Leu Lys His His Thr Arg Ala Gly Asp Asn Glu Arg Val 
20 25 30 



<210> 43 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> DOMAIN 

<222> (1) . . (24) 

<223> Zinc finger region Z3 

<220> 

<221> DOMAIN 

<222> (1) . . (28) 

<223> Zinc finger region Z3 

<400> 43 

Tyr Lys Cys He He Cys Thr Tyr Thr Thr Val Ser Glu Tyr His Trp 
15 10 15 

Arg Lys His Leu Arg Asn His Phe Pro Arg Lys Val 
20 25 
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<210> 44 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> DOMAIN 

<222> (1) . . (28) 

<223> Zinc finger region Z4 

<400> 44 

Tyr Thr Cys Gly Lys Cys Asn Tyr Phe Ser Asp Arg Lys Asn Asn Tyr 
15 10 15 

Val Gin His Val Arg Thr His Thr Gly Glu Arg Pro 
20 25 



<210> 45 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> DOMAIN 

<222> (1) . . (28) 

<223> Zinc finger domain Z5 

<400> 45 

Tyr Lys Cys Glu Leu Cys Pro Tyr Ser Ser Ser Gin Lys Thr His Leu 
15 10 15 

Thr Arg His Met Arg Thr His Ser Gly Glu Lys Pro 
20 25 



<210> 46 
<211> 29 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> DOMAIN 

<222> (1) . . (29) 

<223> Zinc finger domain Z6 

<400> 46 

Phe Lys Cys Asp Gin Cys Ser Tyr Val Ala Ser Asn Gin His Glu Val 
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10 



15 



Thr Arg His Ala Arg Gin Val His Asn Gly Pro Lys Pro 
20 25 



<210> 47 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> DOMAIN 

<222> (1) . . (28) 

<223> Zinc finger domain Z7 

<400> 47 

Leu Asn Cys Pro His Cys Asp Tyr Lys Thr Ala Asp Arg Ser Asn Phe 
15 10 15 

Lys Lys His Val Glu Leu His Val Asn Pro Arg Gin 
20 25 



<210> 48 
<211> 24 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> DOMAIN 

<222> (1) . . (24) 

<223> Zinc finger domain Z8 

<400> 48 

Phe Asn Cys Pro Val Cys Asp Tyr Ala Ala Ser Lys Lys Cys Asn Leu 
15 10 15 

Gin Tyr His Phe Lys Ser Lys His 
20 



<210> 49 

<211> 4057 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> gene 

<222> (1) . . (4057) 

<223> Human NSRF 



<400> 49 

ttcggacgag gcgggcgggc ggcgacggcg 
tggaatgtgc ggctcccgcg agctcgcggc 
aggccgcggg ccccagaccc gggcggccgg 
ggtctgatcc cgctccgcga tcgcaccccg 
ccccgctctc cctcccctcc cctcccccga 
cggcgrcgac gcgggggtgg cggaccgtgg 
cacccaggtg atggggcagt cttctggagg 
gggcatggsc ttaaccaacg acatgtacga 
agcccctcag ctcatcatgt tagccaacgt 
ctgcgattac ctggtcggtg aagagaggca 
ccacttctca gaaagtgaag gagaaggcct 
aaacatggaa ctgggaagtt tggagctaag 
ctcagctgcc ccagaaatat acagcgccaa 
ggaagacaaa tgcaggagtt ctaaggccaa 
agccgaatct gaagagcagt ttgtgcatca 
tgtggaggaa agtgcagaga aacaggccaa 
agagggcgag ttctccaaag gccccatccg 
gtatgaccac tacatggcac acctgaagca 
ctacaagtgc atcatctgca cgtacacgac 
gagaaaccat ttccccagga aagtctacac 
aaaaaataac tacgttcagc acgtgcgaac 
actttgtcct tactcaagct ctcagaagac 
aggtgagaag ccatttaaat gtgatgagtg 
gacccgacat gcaagacagg ttcacaacgg 
ctacaaaaca gcagatagaa gcaacttcaa 
gcagttcaac tgccccgtgt gtgactacgc 
tttcaaatct aagcatccca cctgtcccag 
aaagaaaacc aaaaagagag aggctgacct 
ggagaatgag caaacaaaaa caaaggggga 
aaaagctgtg ggaaaagatg cttcaaaaga 
ccaggtaact accaggactc ggaagtcagc 
gaaacacaca gacggacaaa caggaaacaa 
caaaagaaag aaggatgctg aggcccatcc 
gacaaaaaag aaaaagaagt ctgagtgcaa 
cggcggccga gcggaggaga ggccgggggt 
cacaaagaag acgccgccca agacaaagac 
ggagcctgcc cctcccacgg ggcttgccga 
gaaggaacca cctcccagta tggagcctcc 
acctcctatg gaggattgtc agaaggagct 
ggttgctcag acggccccta cgcaggttca 
tcgggtgaag ccaaccaaaa gatcatctct 
cctgctgagt gagatggcgc ggcaggagca 
tagagacagc aagcttctga agggaaacaa 



cgggcgggtg cgcggcgcag cgtcctgtgc 60 
gcagcagcag aagaccgagg agcgccgccg 120 
gaccgcagcg acggcagaac cagggccggc 180 
ggatctcgag ggcctcgacg cccaactttt 240 
aagtccagca acaaagaaaa ggagttggag 300 
gcgcacagtt cagaggagta cagttatggc 360 
aggcagtctc ttcaacaaca gtgccaacat 420 
cctgcacgag ctctcgaaag ctgaactggc 480 
ggccctgacg ggggaggcaa gcggcagctg 540 
gatggccgaa ttgatgcccg tgggagacaa 600 
ggaagagtcg gctgacctca aagggctgga 660 
tgctgtagaa ccccagcccg tatttgaagc 720 
taaagatccc gctccagaaa cacccgtggc 780 
gcccttccgg tgtaagcctt gccagtacga 840 
catccggatt cacagcgcta agaagttctt 900 
agcctgggag tcggggtcgt ctccggccga 960 
ctgtgaccgc tgtggctaca ataccaaccg 1020 
ccacctgcga gctggcgaga acgagcgcat 1080 
ggtcagcgag taccactgga ggaaacacct 1140 
ctgcagcaag tgcaactact tctcagacag 1200 
tcacacagga gaacgcccgt ataaatgtga 1260 
tcatctaacg cgacacatgc ggactcattc 1320 
caattatgtg gcctctaatc agcatgaagt 1380 
gcctaaacct cttaattgcc cgcactgtga 1440 
aaagcacgtg gagctgcatg ttaacccacg 1500 
ggcttctaag aagtgtaatc tacaatacca 1560 
caaaacaatg gatgtctcca aagtgaagct 1620 
gcttaataac gccgtcagca acgagaagat 1680 
tgtgtctggg aagaagaacg agaaacctgt 1740 
gaagaagcct ggtagcagtg tctcagtggt 1800 
ggtggcggcg gagactaaag cagcagaggt 1860 
tccagaaaag ccctgtaaag ccaagaaaaa 1920 
ctccgacgag cctgtgaacg agggaccagt 1980 
atcaaaaatc agtaccaacg tgccaaaggg 2040 
caagaagcaa agcgcttccc ttaagaaagg 2100 
aagtaaaaaa ggtggcaaac ttgctcccac 2160 
gatggaacct tctcccacgg agccttccca 2220 
ctgccccgag gagctgcctc aggccgagcc 2280 
gccttctccc gtggagcccg ctcagattga 2340 
ggaggagccc cctcctgtct cggagccacc 2400 
ccggaaagac agagcagaga aggagctgag 24 60 
ggtcctcatg ggggttggct tggtgcctgt 2520 
gagcgcccag gaccccccag ccccaccgtc 2580 
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accatcgcca aagggaaact cgagggaaga gacacccaag gaccaagaaa tggtctctga 2640 

tggggaagga actatagtat tccctctcaa gaaaggagga ccagaggaag ctggagagag 2700 

tccagctgag ttggctgctc tcaaggagtc tgcccgtgtt tcatcctctg aacaaaactc 27 60 

agccatgcca gagggtggag catcacacag caagtgtcag actggctcct ctgggctttg 2820 

tgacgtggac actgagcaga agacagatac tgtccccatg aaagactccg cagcagagcc 2880 

agtgtcccct cctaccccaa cagtggaccg tgacgcaggg tcaccagctg tagtggcctc 2940 

ccctcctatc acgttggctg aaaacgagtc tcaggaaatt gatgaagatg aaggcatcca 3000 

tagccatgat ggaagtgacc tgagtgacaa catgtctgag gggagtgacg actcaggact 3060 

gcacggggct cggccgacac caccagaagc tacgtcaaaa aatgggaagg cagggttggc 3120 

tggtaaagtg actgagggag agtttgtgtg tattttctgt gatcgttctt ttagaaagga 3180 

aaaagattat agcaaacacc tcaatcgcca cttggtgaat gtgtacttcc tagaagaagc 3240 

agctgaggag caggaggagc aggaggagcg ggaggagcag gagtagctga gcctcgggag 3300 

aagcaccgtg cagactttgt gagcatgcaa ttttaatttg tagacaaacg caagcttgct 3360 

ttaattagtc tccaaggctg agttttcagt aacattcttt ttcttaggac tgtacatcta 3420 

tttagtgttt gttgcataaa tcttagcaaa tcctcgggag ttaatgtaag aggacagata 3480 

tgtaactagc tcgtgcaggc aggtgcaagg agaagggtaa gatggtggaa cacaccactt 3540 

gccttgtctg cctacaacct gttgggtttt cttttcacgg tagttcctaa tttttagtta 3600 

cttgtttaga tcgataaaaa ttggcttagt aaattacttg aagaatttgc ctgctttata 3660 

taaattaagt tagcacttta cagttycttt agagatgaaa aaaaagagat tttaattgga 3720 

gagaaattct caacattgga cattgtatct gtccaggtaa ttgcttccta acttgctatc 3780 

aatattttgt gtttatatgt taatcgttat aaaaagtgat ttttgttttt tgggtatttt 3840 

ttattttggt gcttttctgg cttaagatgt tgcacatggt tcttgttttt gtttctttaa 3900 

cctatgcagt taatctccct tcccctgaaa cagcgttgtg ttaaatagta acactataca 3960 

gatatatgca tggttttttt ttttgtttgt ttgtttgttt gtttttcctt tttggaggga 4020 

tgcttttagg cttgtttgcc tcgtsccgaa ttcgata 4057 



<210> 50 
<211> 976 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> PEPTIDE 
<222> (1) . . (976) 
<223> Human NSRF 

<220> 

<221> CHAIN 
<222> (1) . . (976) 
<223> Human NSRF 

<400> 50 

Met Ala Thr Gin Val Met Gly Gin Ser Ser Gly Gly Gly Ser Leu Phe 
15 10 15 

Asn Asn Ser Ala Asn Met Gly Met Xaa Leu Thr Asn Asp Met Tyr Asp 
20 25 30 
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Leu His Glu Leu Ser Lys Ala Glu Leu Ala Ala Pro Gin Leu lie Met 
35 40 45 



Leu Ala Asn Val Ala Leu Thr Gly Glu Ala Ser Gly Ser Cys Cys Asp 
50 55 60 

Tyr Leu Val Gly Glu Glu Arg Gin Met Ala Glu Leu Met Pro Val Gly 
65 70 75 80 

Asp Asn His Phe Ser Glu Ser Glu Gly Glu Gly Leu Glu Glu Ser Ala 
85 90 95 

Asp Leu Lys Gly Leu Glu Asn Met Glu Leu Gly Ser Leu Glu Leu Ser 
100 105 110 

Ala Val Glu Pro Gin Pro Val Phe Glu Ala Ser Ala Ala Pro Glu lie 
115 120 125 

Tyr Ser Ala Asn Lys Asp Pro Ala Pro Glu Thr Pro Val Ala Glu Asp 
130 135 140 

Lys Cys Arg Ser Ser Lys Ala Lys Pro Phe Arg Cys Lys Pro Cys Gin 
145 150 155 160 

Tyr Glu Ala Glu Ser Glu Glu Gin Phe Val His His He Arg He His 
165 170 175 

Ser Ala Lys Lys Phe Phe Val Glu Glu Ser Ala Glu Lys Gin Ala Lys 
180 185 190 

Ala Trp Glu Ser Gly Ser Ser Pro Ala Glu Glu Gly Glu Phe Ser Lys 
195 200 205 

Gly Pro He Arg Cys Asp Arg Cys Gly Tyr Asn Thr Asn Arg Tyr Asp 
210 215 220 

His Tyr Met Ala His Leu Lys His His Leu Arg Ala Gly Glu Asn Glu 
225 230 235 240 

Arg He Tyr Lys Cys He He Cys Thr Tyr Thr Thr Val Ser Glu Tyr 
245 250 255 

His Trp Arg Lys His Leu Arg Asn His Phe Pro Arg Lys Val Tyr Thr 
260 265 270 



Cys Ser Lys Cys Asn Tyr Phe Ser Asp Arg Lys Asn Asn Tyr Val Gin 
275 280 285 
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His Val Arg Thr His Thr Gly Glu Arg Pro Tyr Lys Cys Glu Leu Cys 
290 295 300 



Pro Tyr Ser Ser Ser Gin Lys Thr His Leu Thr Arg His Met Arg Thr 
305 310 315 320 

His Ser Gly Glu Lys Pro Phe Lys Cys Asp Glu Cys Asn Tyr Val Ala 
325 330 335 

Ser Asn Gin His Glu Val Thr Arg His Ala Arg Gin Val His Asn Gly 
340 345 350 

Pro Lys Pro Leu Asn Cys Pro His Cys Asp Tyr Lys Thr Ala Asp Arg 
355 360 365 

Ser Asn Phe Lys Lys His Val Glu Leu His Val Asn Pro Arg Gin Phe 
370 375 380 

Asn Cys Pro Val Cys Asp Tyr Ala Ala Ser Lys Lys Cys Asn Leu Gin 
385 390 395 400 

Tyr His Phe Lys Ser Lys His Pro Thr Cys Pro Ser Lys Thr Met Asp 
405 410 415 

Val Ser Lys Val Lys Leu Lys Lys Thr Lys Lys Arg Glu Ala Asp Leu 
420 425 430 

Leu Asn Asn Ala Val Ser Asn Glu Lys Met Glu Asn Glu Gin Thr Lys 
435 440 445 

Thr Lys Gly Asp Val Ser Gly Lys Lys Asn Glu Lys Pro Val Lys Ala 
450 455 460 

Val Gly Lys Asp Ala Ser Lys Glu Lys Lys Pro Gly Ser Ser Val Ser 
465 470 475 480 

Val Val Gin Val Thr Thr Arg Thr Arg Lys Ser Ala Val Ala Ala Glu 
485 490 495 

Thr Lys Ala Ala Glu Val Lys His Thr Asp Gly Gin Thr Gly Asn Asn 
500 505 510 

Pro Glu Lys Pro Cys Lys Ala Lys Lys Asn Lys Arg Lys Lys Asp Ala 
515 520 525 



Glu Ala His Pro Ser Asp Glu Pro Val Asn Glu Gly Pro Val Thr Lys 
530 535 540 
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Lys Lys Lys Lys Ser Glu Cys Lys Ser Lys lie Ser Thr Asn Val Pro 
545 550 555 560 



Lys Gly Gly Gly Arg Ala Glu Glu Arg Pro Gly Val Lys Lys Gin Ser 
565 570 575 

Ala Ser Leu Lys Lys Gly Thr Lys Lys Thr Pro Pro Lys Thr Lys Thr 
580 585 590 

Ser Lys Lys Gly Gly Lys Leu Ala Pro Thr Glu Pro Ala Pro Pro Thr 
595 600 605 

Gly Leu Ala Glu Met Glu Pro Ser Pro Thr Glu Pro Ser Gin Lys Glu 
610 615 620 

Pro Pro Pro Ser Met Glu Pro Pro Cys Pro Glu Glu Leu Pro Gin Ala 
625 630 635 640 

Glu Pro Pro Pro Met Glu Asp Cys Gin Lys Glu Leu Pro Ser Pro Val 
645 650 655 

Glu Pro Ala Gin He Glu Val Ala Gin Thr Ala Pro Thr Gin Val Gin 
660 665 670 

Glu Glu Pro Pro Pro Val Ser Glu Pro Pro Arg Val Lys Pro Thr Lys 
675 680 685 

Arg Ser Ser Leu Arg Lys Asp Arg Ala Glu Lys Glu Leu Ser Leu Leu 
690 695 700 

Ser Glu Met Ala Arg Gin Glu Gin Val Leu Met Gly Val Gly Leu Val 
705 710 715 720 

Pro Val Arg Asp Ser Lys Leu Leu Lys Gly Asn Lys Ser Ala Gin Asp 
725 730 735 

Pro Pro Ala Pro Pro Ser Pro Ser Pro Lys Gly Asn Ser Arg Glu Glu 
740 745 750 

Thr Pro Lys Asp Gin Glu Met Val Ser Asp Gly Glu Gly Thr He Val 
755 760 765 

Phe Pro Leu Lys Lys Gly Gly Pro Glu Glu Ala Gly Glu Ser Pro Ala 
770 775 780 



Glu Leu Ala Ala Leu Lys Glu Ser Ala Arg Val Ser Ser Ser Glu Gin 
785 790 795 800 
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Asn Ser Ala Met Pro Glu Gly Gly Ala Ser His Ser Lys Cys Gin Thr 
805 810 815 



Gly Ser Ser Gly 
820 

Val Pro Met Lys 
835 

Thr Val Asp Arg 
850 

lie Thr Leu Ala 
865 

lie His Ser His 



Ser Asp Asp Ser 
900 

Thr Ser Lys Asn 
915 

Glu Phe Val Cys 
930 

Tyr Ser Lys His 
945 

Glu Ala Ala Glu 



Leu Cys Asp Val 



Asp Ser Ala Ala 
840 

Asp Ala Gly Ser 
855 

Glu Asn Glu Ser 
870 

Asp Gly Ser Asp 
885 

Gly Leu His Gly 



Gly Lys Ala Gly 
920 

lie Phe Cys Asp 
935 

Leu Asn Arg His 
950 

Glu Gin Glu Glu 
965 



Asp Thr Glu Gin 
825 

Glu Pro Val Ser 



Pro Ala Val Val 
860 

Gin Glu lie Asp 
875 

Leu Ser Asp Asn 
890 

Ala Arg Pro Thr 
905 

Leu Ala Gly Lys 



Arg Ser Phe Arg 
940 

Leu Val Asn Val 
955 

Gin Glu Glu Arg 
970 



Lys Thr Asp Thr 
830 

Pro Pro Thr Pro 
845 

Ala Ser Pro Pro 



Glu Asp Glu Gly 
880 

Met Ser Glu Gly 
895 

Pro Pro Glu Ala 
910 

Val Thr Glu Gly 
925 

Lys Glu Lys Asp 



Tyr Phe Leu Glu 
960 

Glu Glu Gin Glu 
975 



<210> 51 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> primer_bind 
<222> (1) . . (40) 
<223> S36 
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<400> 51 

agctgcaaag ccatttcagc accacggaga gtgcctctgc 



40 



<210> 52 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> primer_bind 
<222> (1) . . (37) 
<223> Na33 

<220> 

<221> variation 
<222> (3) 

<223> n = a or g or t/u or c 
<400> 52 

agnattgggt ttcagaacca cggacagcac cagagta 

<210> 53 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> primer_bind 

<222> (1) . . (39) 

<223> Syn 

<220> 

<221> variation 
<222> (3) 

<223> n = a or g or t/u or c 
<400> 53 

agnttatgcc agcttcagca ccgcggacag tgccttcca 

<210> 54 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> primer_bind 
<222> (1) . . (40) 
<223> BDNF 

<220> 

<221> variation 
<222> (3) 

<223> n = a or g or t/u or c 
<400> 54 

agnttagagt ccattcagca ccttggacag agccagcgga 



<210> 55 
<211> 27 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> primer_bind 
<222> (1) . . (27) 
<223> Ets 

<220> 

<221> variation 
<222> (3) 

<223> n = a or g or t/u or c 
<400> 55 

agnttgcgga acggaagcgg aaaccga 
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